Affinity Chromatography

What is affinity chromatography?

Purification via affinity chromatography is a powerful technique to separate your protein of interest from your sample. The proteins are marked
with "tags" which give them specific binding properties. A suitable immobilized ligand binds to the tagged protein.

Why do we need purified proteins?

Characterisation of proteins e.g. functional assays, structure determination and protein interactions.
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